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Simi lor i ty ond Ident i ty 

Sequence of the protein M of the virus DEN-1/CD72 
M (virus DEN-1, stroin FGA/89) 

SVAtAPHVGLGLETRTETWMS-SEGAWKQIQKVETWALRH 
SPALADKAGVGSEQPTATWSSVKSSALRQ I PRCPTVCLQN 
CD72 (oo 56-95) 40% identity 

Swiss Prot Library under Accession NosP21855 

Peptide 217-242 of the protein M of the virus DEN-1/Box 
LETRTETWMSSEGAWKQIQK DEN-1 

LRERLLGWI QDQGGWDGLLS BH2 (Box) 

identity 25%, simi larity 70% 

GenBonk Doto Librory under Accession NosQ 07812 
Sequence 217-242 of the protein M from Flovivirus 
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